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subtle 12p deletion, 89:136 
t-cell-ALL, 86:131 
twins (monozygotic) and, 89:177 
t(1;5)(q23;q33) in B-ALL, 87:4 
t(1;6)(q22;p21) in T-ALL, 86:131 
t(2;3)(p12;q37), del(8)(q24) and t(14;18)(q32;q21) in All, 86:76 
t(4;11)(q21;q23) in, 89:177 
t(5;12)(q31;q24) in childhood ALL, 89;163 
t(10;11)(p11-15;q13-23) in L1, 86:31 
t(11;18;19)(q23;q22;p13.3) in ALL, 88:103 
t(12;21)(p13;q22) shown with FISH, 89:136 
+7 in marrow Cells, 88:133 
+8,+8 in All, 92:135 
+15 in, 89:27 
+15 in L1 type, 89:27 

Acute megakaryocytic leukemia (M7) 
diagnostic and clinical aspects, 92:50 
t(15;17)(q24;q21) in, 92:50 

Acute monocytic leukemia (M5) 
basophilia in, 86:80 
chromosome changes in, 86:124 
dup(1) in M5b 
FISH study in, 87:52; 88:26 
in Moroccan patients, 86:124 
MLL gene rearrangement in M5a, 88:26 
molecular studies in, 87:52; 88:26 
near-tetraploidy in, 86:107 
t(1;19)(q23;p13) in M5, 87:52 
t(3;3)(q21;q26) in M5a, 88:90 
t(9;11;22)(p22;q23;q11) in M5a, 88:26 
t(10;11)(p11-15;q13-23) in M5a, 86:31 
47, XY,+X,i(2;10)(q21.1;q26.1) in M5b, 86:80 

Acute myeloblastic leukemia (AML) 
AML(MbO) with i(18p), 92:1 
AML1 and t(8;21) in, 88:151 
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AML1 gene rearrangement, 88:151 

aplastic anemia prior to MO-AML, 92:1 
BMT in, 86:1 

chromosome changes in, 86:124; 88:69, 89:126, 92:18 
complex translocation in, 86:8; 88:69 
c-myc in M2 after MDS, 86:183 

dup(10q) in, 89:1 

eosinophilia and t(4;7) in AML(M2), 86:89 
FISH and 5q-, 89:126 

FISH in AML(M2), 86:89; 89:126; 91:40 
FISH studies in, 89:126, 132; 91:40 

FISH studies in follow-up, 88:69 
idic(7)(p10) in M2, 89:132 

in Moroccan patients, 86:124 

MLL changes without 11q23 changes, 86:13 
MLL in, 86:13 

M2 in CLL, 87:38 

near-hexaploid, 86:61 

near-tetraploidy in M1, 86:107 

partial +4 from t(4;7) in AML(M2), 86:89 
Ph+ AML(M1), 86:61 

tetraploidy and near-tetraploidy, 92:18 
tetrasomy 8 in M2, 89:44 

t(2;3)(p13q26) in M2, 87:182 
t(3;3)(q21;q26) in M2, 87:11 

t(8;21) and its variants studied with FISH, 91:40 
t(8;21)(q22;q22) in, 86:8; 91:40; 92:18 
t(12;15)*p13;q13) in M2 at relapse, 86:165 
t(Y;1)(q12;q12) in, 86.35 

with major BCR/ABL transcript, 86:61 

5q— in, 89:126 

+8,+8 in AML(M2), 89:44 

+10 in AML(MO and M1), 89:173 

+10 in MO and M2, 89:114 

+13 in, 87:92 


Acute myelogenous leukemia; also see Acute myeloblastic leuke- 


mia and Acute nonlymphocytic leukemia 
t(5;21)(q13;q22) in, 88:167 
with lymphoid surface antigens, 88:167 


Acute myeloid leukemia; also see acute nonlymphocytic leuke- 


mia 
dup(10q) in, 89:1 
dup(10q) lacking a-satellite DNA, 89:1 


Acute myelomonocytic leukemia (AMML; M4) 


chromosome changes in, 86:124 
in Moroccan patients, 86:124 
near-tetraploidy in, 86:107 
t(7;11)(p15;p15) in, 86:72 
t(12;20)(q13;p11.2) in, 89:118 
+11 in, 86:65 
+13 in, 86:65 
+15 in, 89:27 

Y in, 86:65 


Acute nonlymphocytic leukemia (ANLL) 


changes in AML(M2), 86:89 

changes in M5b, 86:80 

chromosome changes in, 86:65 

FISH with repetitive probes in follow-up, 88:69 
inv(3)(q21q26) in AML(MO), 88:90 

multiple unrelated clones, 88:141 
near-tetraploidy in, 86:107 

tetrasomy 8 in M2, 89:44 
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t(7;11)(p15;p15) in M4, 86:72 17p12 in, 91:172 
t(12;20)(q13;p11.2) in M4, 89:118 Ataxia telangiectasia (AT) 
+8,+8 in AML(M2), 89:44 breast cancer in, 92:130 
IMA3111 and +13 in, 86:65 chromosome breakage, 87:112 
Acute promyelocytic leukemia (APL) heterozygotes and breast cancer, 92:130 
t(15;17)(q22;q11) in, 86:8 lymphoblasts, 87:112 
t(15;17)(q22;q12) in, 86:29 molecular genotyping, 92:130 
t(15;17)(q22;q21) in, 86:86, 87:172; 91:40 topoisomerase II inhibition, 87:112 
complex translocations in, 86:8 Barrett’s mucosa 
therapy-related APL, 86:29 cancer of the esophagus, 90:109 
extramedullary, 86:29 cytogenetics of, 90:109 
in Klinefelter syndorme, 86:86 in esophagus, 90:109 
RAR-a gene in, 87:172 Basal cell carcinoma 
molecular studies in, 87:172 cytogenetics of, 91:177 
t(16;17)(p24;q21) without RAR-a change, 87:172 +6 in, 91:177 
17q21 in APL, 87:172 BCR/ABL fusion 
t(1;15;17)(p31;q21;q21) in APL, 89:52 BCR/ABL gene, 89:166 
RARa gene and PML gene in, 89:52 chimeric BCR/ABL gene, 89:166 
FISH studies of t(1;15;17), 89:52 deletion of exon b3 of BCR, 91:71 
t(15;17) variants studied with FISH, 91:40; 92:54 FISH studies of, 89:153, 157; 90:142 
FISH studies in, 91:40 in AML, 86:61 
SCF, IL-6, IL-3 and GM-CSF in cultured cells, 91:77 in blood and marrow, 87:107 
t(15;16;17;19) in, 92:54 in CML, 87:107; 89:153; 90:142 
PML and RARA probes, 92:54 in essential thrombocythemia, 89:74 
Acute undifferentiated leukemia (AUL) interphase FISH studies, 87:107 
chromosome changes, 92:31 major transcript, 86:61 
clinicobiolobic features, 92:31 molecular demonstratin of, 91:82 
karyotypic changes, 92:31 molecular studies of, 86:61; 89:153; 91:71, 82 
stem cell type, 92:31 variant, 89:153; 90:142 
undifferentiated, 92:31 Biphenotypic leukemia 
Adenomas t(2;6)(q31;q23) in, 91:104 
breakpoints, 86:39 Bladder; see Urinary bladder 
chromosome 12 in pleomorphic, 86:39 Blastic phase of CML 
karyotypes in, 86:39 FISH studies in, 89:109 
lung, alveolar, 89:34 ider(9) in CML, 89:109 
pleomorphic, 86:39 t(2;3)(p13;q26) in, 87:102 
translocations in pleomorphic, 86:39 Bloom syndrome 
Adrenocortical carcinoma chromosome breakage, 87:112 
bilateral, 88:181 lymphoblasts, 87:112 
LOH in, 88:181 topoisomerase II inhibition, 87:112 
molecular studies in, 88:181 Bone 
p53 and RB genes in, 88:181 cyst, 86:46 
Allelic loss cytogentics of cyst, 86:46 
in renal cell cancer, 87:133; 88:66 giant cell tumor of, 88:35, 163 
at 3p in RCC, 87:133 unicameral cyst, 86:46 
of L-MYC in renal cell cancer, 88:66 Bone marrow 
in prostate cancer, 90:37 +7 in ALL marrows, 88:133 
Alveolar adenoma of lung +7 in normal marrows, 88:133 
FISH studies in, 89:34 +7 in precursor cells, 88:133 
t(10;16)(q23;q24) in, 89:34 Bone lesions and tumors 
unbalanced t(10;16) in, 89:34 genetic instability, 91:157 
Ameloblastoma oncogene alterations, 91:157 
del(10)(p12) in, 91:74 TP53 in, 91:156 
-22 in, 91:74 Bone marrow transplantation (BMT) 
Amplification allogeneic, 86:1 
of 19q13.1-q13.2 in ovarian cancer, 87:55 AML and BMT, 86:1 
Angiomyxoma cytogenetic analysis, 89:21 
chromosome changes (table), 90:54 FISH studies in, 89:141 
in female, 89:61 molecular studies in BMT, 86:1; 89:141 
of soft parts, 89:61 residual disease in ALL, 89:141 
t(X;10)(q22;q23.2) in, 90:54 restriction endonuclease in situ digestion (REISD), 89:141 
X in, 89:61 Y in donor cells after BMT, 86:1 
12q14-15 and fusion product, 91:151 Brain tumors 
Aplastic anemia aneuploidy in, 88:95 
preceding AML-MO, 92:1 astrocytomas, 88:95; 90;1 
Astrocytoma chromosome 10, 91:173 
anaplastic, 90:1 cytogenetics, 90:1; 91:173 
aneuploidy in, 88:95 desmoplastic infantile ganglioglioma, 92:4 
cytogenetics, 90:1; 91;13 FISH and cytogenetics, 91:173 
in Klinefelter syndrome, 92:85 desmoplastic infantile ganglioglioma, 92:4 
molecular studies, 88:95 FISH and cytogenetics, 91:173 
p53 mutations in, 88:95 genes in tumors in Drosophilia, 90;135 
telomeric association, 90:1 glioblastoma, 87:41; 90:1 
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in Drosophilia, 90:135 


molecular studies in malignant, 86:22 
molecular studies in, 88:95 


osteosarcoma, 91:1 
p53 mutations, 88:95 prostate cancer (P69SV40T), 87:14 
telomeric association in, 90:1 rat cell line CL52, 87:140 

Breast cancer 
acentric heterochromatin in cells, 88:118 
anti-CENP antibodies in, 88:118 


renal cell carcinoma, 86:95 

testicular germ cell tumors, 87:95 

thyroid cancer (PTC-1113A), 89:14 

BRCA1 in families, 91:112 Central nervous system (CNS) tumors; also see Brain tumors 
C-ERB-B, in, 86:18 astrocytoma, 91:13 

cancer and normal tissue cytogenetics, 91:124 cytogenetics, 91:13 

cell line, 88:118; 90:75 desmoplastic infantile ganglioglioma, 92:4 
cell line and amplicon, 91:124 embryonal carcinoma, 91:13 

CGH analysis, 91:126 ependymoma, 91:13 

chromosome changes in families, 91:124 FISH study in, 91:13 

chromosome changes in fibroadenomas, 87:152 glioblastoma, 91:13 

chromosomes 1, 3, 16 and 17, 88:1 medulloblastoma, 91:13 

correction of cytogenetics (63:47, 1992), 89:92 mutational screening, 91:174 
cytogenetics of, 91:128; 92:37 NF2 gene in, 91:174 

desmoid tumor and, 86:92 Centromere(s) 

E-cadherin gene, 91:125, 128 anti-centromere proteins, 91:101 
fibroadenoma, 87:152 FISH studies, 91:101 

FISH and micrometastases in marrow, 88:8 in mouse chromosomes, 91:101 

FISH studies in, 88:1; 90:75; 91:126, 130 lack of recognition, 91:101 

FISH studies of C-ERB-B, gene in, 86:18 Cervical cancer 

gene amplification (C-ERB-B,) in, 86:18 cell cycle progression, 88:30 

HER-2/neu in, 88:8 cell lines, 91:28 

HSR(11) in cell line, 90:75 chomosome instability, 86:54 

instability of chromosomes 1, 3, 16 and 17, 88:1 cytogenetics, 91:28 

lymphocytes and chromosomal changes, 91:127 FISH studies, 91:28 

microsatellite changes, 91:131 genomic fragility, 88:30 

molecular studies in, 86:18; 92:37 HPV in cancer, 88:175 

molecular vs cytogenetic analysis, 92:37 invasive carcinoma, 88:175 

MUC%1 gene in, 91:129 
phyllodes tumor, 87:90 
p53 in Brazil, 91:127 


lymphocytes of patients, 88:30 
molecular studies, 91:28 
papilloma virus in cancer, 88:175 


skeletal metastases and cytogenetics, 91:126 SCE in patients with, 86:54 


p53 changes, 91:129, 131 Cervix uteri carcinoma; see Cervical cancer 
3p— in, 91:125 cell lines, 90:63 
+8 and +20 in, 86:92 papilloma virus, 90:63 
11q13 in, 91:130 virus integration sites, 90:63 
Bronchial cells Chondroid hamartomas 
cell lines, 92:99 cytogenetic changes, 91:169 
chromosome changes in tumorigenesis, 92:99 pulmonary, 91:169 
epithelial, 92:99 Chondrosarcoma 
Canine thyroid adenoma CGH in, 91:164 
karyotype, 90:156 cytogenetics of, 86:170; 89:49 
+18 in, 90:154 dedifferentiated, 89:49 
Cancer DNA copy number changes, 91:164 
and supernumerary chromosome in family, 89:170 extraskeletal, 96:170 
constitutinoal +8 and cancer, 86:87 mesenchymal, 86:170 
familial, 90:125 t(10;22)(p11.2;q11.2) in, 89:49 
heritable cancer syndrome, 90:125 Choriocarcinoma 
karyotype, chromosome instability, 91:108 in Klinefelter syndrome, 92:85 
lung cancer, sex chromosome changes in patients, 87:2 Choroid plexus carcinoma 
p53 studies in, 90:125 endoreduplication in, 87:7 
+8 mosaicism, 86:87 telomeric asociation, 87:7 
Cell lines Choroid plexus papilloma 
alphoid sequences in acentric chromatin, 88:118 hyperdiploidy in, 90:130 
breast cancer line, 88:118 karyotype in, 90:130 
bronchial epithelium, 92:99 Chromatid breaks 
CCRF-CEM cell line, vincristine resistance and tubulin acetyla- mutagen sensitivity, 87:127 
tion, 87:117 nomenclature systems, 87:127 
cervical, 90:63 type of breaks, 87:127 
clonal aspects of long-term lines, 90:91 Chromosome 
colon cancer, 90:157 
genes in malignant cell lines, 86:22 
glioblastoma cell lines, 90:17 


changes, aging, digestive tract, 91:166 
chromosome 2 in endomyometriosis, 86:174 
instability in patients with cervical cancer, 86:54 
HL60 studies with FISH, 87:103 1, 3, 16 and 17 instability in breast cancer, 88:1 
karyotypic evolution in CL52, 87:140 1p in hepatocellular carcinoma, 86:102 
karyotypic features of HL60 cell line, 87:103 ip in pigmented villonodular synovitis, 90:80 
leukemia cell line (HL-60) and drug resistance, 86:116 2q31-qter duplication in lymphoma, 90:102 

liver (rat) cell line, 87:140 3q21 and 3q26 in AML, 88:90 

malignant, 86:22 7q in chronic lymphoid disorders, 92:24 
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7q21 and drug resistance, 86:116 FCCL, 92:24 
9p21 and genes at that region, 86:22 HCLV, 92:24 
11q23 and MLL in AML, 86:13 MCL, 92:24 
12 in lipomas and adenomas, 86:39 NHL, 92:24 
16q24 in nodular synovitis, 87:85 PLL, 92:24 
19q13.1-q13.2 amplification in ovarian cancer, 87:55 SLVL, 92:24 
21 in ALL, 92:43 translocations in, 92:24 
Chromosome breakage; also see Chromatid breaks 7q anomalies, 92:24 
syndromes, 87:112 Chronic myelocytic leukemia; see Chronic myeloid leukemia 
topoisomerase II inhibition, 87:112 (CML) 
Chromosome changes Chronic myelogenous leukemia; see Chronic myeloid leukemia 
in adenomas (pleomorphic), 86:39 (CML) 
in ALL, 86:76; 87:4, 123; 88:57, 69, 103 Chronic myeloid leukemia (CML) 
in AML(M2), 86:89, 165; 87:11, 38; 88:69; 91:40; 92:18 BCR-ABL in interphase, 87:107 
in ANLL, 86:107, 124, 165; 87:52; 88:69; 89:126 BCR/ABL in Ph-negative CML, 89:166 
in APL, 91:40 complex translocations in, 86:8; 89:153, 157; 90:142 
in AUL, 92:31 del(7)Pp11p15) in, 91:88 
in bilateral renal tumors, 89:57 duplication of 9q+ in Ph— CML, 89:166 
in bone cyst, 86:46 FISH analysis of BCR/ABL, 89:166; 90:142, 166 
in brain tumors, 90:1 91:13 FISH studies of interphase, 87:10 
in breast fibroadenomas, 86:152 granulocytes and chromosome 17 in CML, 90:156 
in cervical cancer cell lines, 91:28 ider(9) in blastic phase, 89:109 
in chondrosarcoma, 86:170 incidence of translocations vs that in lymphoma, 86:8 
in choroid plexus cancer, 87:7 i(17q) in, 90:166 
in chromophobe RCC, 86:69 molecular studies in, 87:75; 89:157; 91:71 
in chronic lymphoproliferative disorders, 92:24 normal chromosomes 17 in granulocytes, 90:166 
in CLL changing to ALL, 86:143 Ph-negative, 89:166 
in CNS tumors, 91:13 pseudo-Pelger anomaly in Ph+ CML, 90:166 
in colon cancer cell lines, 90:157 t(2;3)(p13;q26) in blastic phase, 87:182 
in endometrioid ovarian cancer, 87:167 t(4;9;22)(p16;q34;q11) in, 90:142 
in esophageal cancer, 90:109 t(9;22)(q34;q11) in, 86:8 
in Ewing tumor, 87:161 t(Y;22)(p11;q11) in, 87:75 
in fibroma and related tumors, 87:34 variant Ph, 87:75; 89:153, 157 
in germ cell tumors of testis, 87:95; 89:146; 91:95 +21 in blast phase, 86:177 
in glioblastoma, 87:41; 90:1 Chronic myelomonocytic leukemia (CMML); see Myelodysplas- 
in hepatocellular carcinoma, 88:170 tic syndromes (MDS) 
in lipomas, 86:39 Clear cell sarcoma 
in lung cancer, 91:53 malignant melonoma and, 91:37 
in MDS, 88:86; 89:126 of aponeuroses, 91:37 
in Merkel cell tumors, 92:79 of tendons, 91:37 
in mesodermal tumor of ovary, 88:53 t(12;22)(q13;q12) in, 91:37 
in mouse plasma cell diseases, 86:156 Cockayne syndrome 
in multiple myeloma, 86:162; 88:69; 90:171 chromosome breakage, 87:112 
in myeloid leukemias, 86:153 lymphoblasts, 87:112 
in M4, 86:72, 177 topoisomerase II inhibition, 87:112 
in M5b, 86:80, 107; 87:48 Colon tumors; also see Colorectal tumors 
in osteosarcoma, 90:57 cytogenetics of polyps, adenomas and cancers, 91:120 
in ovarian tumors, 92:95 DCC gene in, 91:121 
in peripheral nerve sheath tumors, 88:17 hereditary nonpolyposis cancer, 91:107 
in prostate cancer, 88:126; 90:37 MSH2 and MLH1 genes, 91:121 
in prostate cancer cell line, 87:14 Colorectal tumors 
in PV, 88:86 cell line (cancer), 90:157 
in PVNS, 90:80 cell senescence in, 90:157 
in renal cell cancer, 86:95; 87:133 chromosome changes, 90:146, 157 
in salivary gland cancer, 87:29 clonal accumulation, 92:11 
in schwannoma, 88:17 clonal evolution, 90:157 
Chronic granulocytic leukemia; see Chronic myeloid leukemia colon cancer cell lines, 90:157 
(CML) DNA ploidy analysis, 90:146 
Chronic lymphocytic leukemia (CLL) experimental model, 91:123 
clonal evolution in ALL, 86:143 FISH studies in, 90:146 
chromosome changes in, 86:143; 92:24 LOH in, 90:157 
L3 type ALL in CLL, 86:143 marker chromosomes, 90:157 
karyotypic evolution, 86:143 p53 mutations, 91:122 
M2 in CLL, 87:38 tumor heterogeneity, 90:157 
FISH studies, 90:118 unstable rearrangements, 92:11 
+12 in, 90:118 lp— in adenomas, 91:122 
p53 deletion in, 90:118 Comparative genomic hybridization (CGH) 
clinical correlations, 90:118 in testicular germ cell tumors, 87:95 
molecular studies in, 90:118 i(12p) and chromosome 12 studies, 87:95 
Chronic lymphoproliferative disorders (CLD) mosobalstic gains and losses, 89:7 
chromosome changes, 92:24 of archival tissues, 90:95 
CLL, 92:24 of uveal melanomas, 90:95 
DLCL, 92:24 studies in mesothelioma, 89:7 
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testicular germ cell tumors, 89:146 

12p— amplicon in germ cell tumors, 89:146 
Congenital mesoblastic nephroma 

t(14;15)(q11;q24) in, 88:39 
Constitutional chromosome changes 

autosomal trisomy and tumors, 87:63 

FISH study of t(1;22), 86:150 

tumors in, 87:63 

t(1;22)(p22;q11.2) and ependymoma, 86:150 

+8 mosaicism and cnacer, 86:87 
Cytogenetic changes 

in adenomas (pleomorphic), 86:39 

in ALL, 86:76; 87:4, 123; 88:57, 69, 103 


En AML(M2), 86:89, 165, 87:11, 38; 88:69; 91:40; 92:18 


in ANLL, 86:107, 124, 165; 87:52; 88:69; 89:126 
in APL, 91:40 
in AUL, 92:31 
in bilateral renal tumors, 89:57 
in bone cyst, 86:46 
in brain tumors, 90:1; 91:13 
in breast fibroadenomas, 86:152 
in cervical cancer cell lines, 91:28 
in chondrosarcoma, 86:170 
in choroid plexus cancer, 87:7 
in chromophobe RCC, 86:69 
in chronic lymphoproliferatative disorders, 92:24 
in CLL changing to ALL, 86:143 
in CNS tumors, 91:13 
in colon cancer cell lines, 90:157 
in endometrioid ovarian cancer, 87:167 
in esophageal cancer,90:109 
Ewing tumor, 87:161 
fibroma and related tumors, 87:34 
germ cell tumors of testis, 87:95; 89:146; 91:95 
glioblastoma, 87:41; 90:1 
hepatocellular carcinoma, 88:170 
lipomas, 86:39 
lung cancer, 91:53 
MDS, 88:86; 89:126 
Merkel cell tumors, 92:79 
mesodermal tumor of ovary, 88:53 
mouse plasma cell diseases, 86:156 
in multiple myeloma, 86:612; 88:69; 90:171 
in myeloid leukemias, 86:153 
in M4, 86:72, 177 
M5b, 86:80, 107; 87:48 
in osteosarcoma, 90:57 
in ovarian tumors, 92:95 
in peripheral nerve sheath tumors, 88:17 
in prostate cancer, 88:126; 90:37 
in prostate cancer ¢ ell line, 87:14 
in PV, 88:86 
in PVNS, 90:80 
in renal cell cancer, 86:95; 87:133 
in salivary gland cancer, 87:29 
in schwannoma, 88:17 
Deletions 
del(1)(q12) in prostate cancer, 87:79 
del(7)(p11p15) in CML, 91:88 
del(8)(q24) in ALL, 86:76 
del(9)(q22q34) in AML(M2), 86:89 
del(10)(p12) in ameloblastoma, 91:74 
del(20q) in hypereosinophilic syndrome, 87:82 
in adenomas, 86:40 
in prostate cancer, 88:126 
3p in renal cell cancer, 87:133 
Derivative chromosomes 
der(3) in CLL, 86:143 
der(6) in T-ALL, 86:131 
der(16)t(1;16) in Ewing tumor, 87:161 
der(y) in PV transition to MDS, 88:83 


ider(9)(q10)t(9;22)(q34;q11) in ALL and CML, 89:109 


in adenomas, 86:40 


in prostate cancer, 88:126 

in testicular tumors, 87:97 
Dermatofibrosarcoma protuberans 

ring chromosome in, 89:88 

t(17;22)(q21;q13), 91:151 

t(17;22)(q22;q13) in infant, 89:175 

17q and chromosome 22, 89:88 
Desmoid tumors 

and breast cancer, 86:92 

chromosome changes, 92:147 

FISH studies in, 92:147, 150 

5q— in, 92:150 

+8 and +20 in, 86:92; 92:147 

+8 in, 91:151 
Desmoplastic infantile ganglioglioma 

chromosome changes, 92:4 

telomere association, 92:4 
Dicentric chromosomes 

dic(1;15) in myeloid disorders, 88:86 

dic(1;15) in RA, 88:96 

dic(1;15) in PV, 88:86 

dic(9;20)(p11;q11) in ALL, 92:111 
Digital Image Analysis 

analysis of C-ERB-B, gene, 86:19 

C-ERB-B, gene in breast cancer, 86:19 
Double minutes (dmin) 

in osteosarcoma, 90:57 

in papillary thyroid cancer, 90:70 
Down syndrome 

ALL with t(8;14)(q11;q32), 88:92 
Drosophilia 

brain tumors, 90:135 

mutant genes in brain tumors, 90:135 
Drug resistance 

in leukemia cell line, 86:116 

to doxorubicin, 86:116 

7q21 anomalies and, 86:116 
Duplication 

dup(1)(p22p36) in M5b, 87:48 

dup(10q) in AML. 89:1 

dup(10q) lackng a-satellite DNA, 89:1 

of chromosome 9 carrying BCR/ABL gene, 89:166 

of del(20)(q11) in MDS, 86:185 

2q31-qter in lymphoma, 90:102 
Embryonal carcinoma 

cytogenetics of, 91:13 

CNS, 91:13 
Endometrial tumors and polyps 

chromosome 1 in cancer, 91:137 

chromosomes 2 and 12, 90:88 

cytogenetic changes in, 90:88 

FISH study in, 90:88 

HMGI-C rearrangement, 90:88 
Endomyometriosis 

chromosome 2 in, 86:174 
Endoreduplication 

in choroid plexus cancer, 87:7 
End-stage kidney 

cytogenetic findings, 89:65 

functional transplant, 89:65 

molecular studies in, 89:65 

renal cell carcinoma in, 89:65 
Ependymoma 

cytogenetics of, 91:13 

FISH studies, 86:150 


in patient with constitutional t(1;22)(p22;q11.2), 86:150 


Epithelioid hemangioendothelioma 
complex t(7;22), 92:116 
chromosome changes, 92:116 

Epithelioid sarcoma 
cytogenetics, 91:46 
FISH studies in, 91:46 
18q changes in, 91:46 
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Esophageal cancer 
Barrett’s mucosa, 90:109 
cardia cancer, 90:109 
C-MYC gene in, 89:184 
cytogenetics of, 90:109 
in China, 89:184 
MDM2 gene in, 89:184 
molecular studies, 89:184 
no amplification of MDM2 and C-MYC in, 89:184 
Ewing tumor or sarcoma 
der(16)t(1;16) in, 87:161 
EWS/ERG rearrangement, 87:161 
EWS/FLI-1 in, 91:162 
FISH studies, 91:162 
metastatic, 87:161 
molecular studies in, 87:161; 91:111 
neural histogenesis of sarcoma, 91:160 
p53, 91:161 
sarcoma, 90:176 
tetrasomy 8 and growth of marrow cell, 90:176 
variant translocation, 91:163 
+8 and +12 in, 91:163 
Familial cancer and tumors 
adenomatous polyposis, 90:125 
cytogenetics of chordoma, 91:152 
deletion of TP53, 90:14 
germline mutations in, 90:125 
HNPCC in Lombardy, 91:114 
LOH of TP53 in benign lesion, 90:14 
melanoma, 91:116 
molecular studies, 90:14 
predisposition, 91:107 
p53 changes in, 90:125 
Fanconi anemia 
cytogenetics in AML, 90:182 
in 22-yr-old male, 90:182 
Fibroblasts 
cell line from retinoblastoma patients, 88:43 
cytogenetic response to irradiation, 88:43 
X-irradiation of cell from retinoblastoma patients, 88:43 
Fibroma 
cardiac, 87:34 
fibroadenoma of breast, 87:152 
infantile, 87:34 
t(1;9)(q32;q22) in, 87:34 
Fibrosarcoma 
chromosome changes in, 87:176 
multiple rearrangements in, 87:176 
Fibrous tissue 
benign tumors, 87:34 
cytogenetics of tumors, 87:34 
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ics of Solid Tumors 
abstracts, 91:107—187 
introduction, 91:106 
FISH species 
new linkage group and TP53, 88:144 
p53 orthologue in new linkage group, 88:144 
+p53 locus in Xiphophorus, 88:144 
Fluorescence-in-situ hybridization (FISH) 
C-ERB-B, in breast cancer, 86:18 
chromosome-specific DNA probes, 89:120 
der(6) revealed by FISH in T-ALL, 86:131 
detection of i(12p) in germ cell tumors, 87:95 
dup(10q) in AML, 89:1 
FISH in AML(M2), 86:89; 88:69 
FISH in APL with t(15;17) and t(6:17), 87:172 
FISH in astrocytomas, 88:95 
FISH in follow-up of leukemias, 88:69 
FISH in glioblastoma, 87:41 
FISH in M5, 87:52 
FISH in ovarian cancer, 87:55 
FISH in parotid gland tumor, 89:38 
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FISH in prostate cancer cell line, 87:14 
FISH in prostate cancers, 90:37 

FISH of BCR/ABL in Ph-CML, 89:166 

FISH of MLL/ENL fusion in ALL, 88:103 
FISH of t(11;18;19) in ALL, 89:103 

FISH studies in ALL, 87:123; 88:69 

FISH studies in CLL, 90:118 

FISH studies in colorectal tumors, 90:146 
FISH studies in Ewing tumor, 87:161 

FISH studies in fibrous tumor, 86:58 

FISH studies in leiomyoma, 89:98 

FISH studies in micrometastases in marrow, 
FISH studies in PNST, 88:17 

FISH studies in testicular tumors, 87:95 
FISH studies in thrombocytosis, 92:14 
FISH studies of BCR-ABL in CML, 87:107 
FISH studies of HL60 cell line, 87:103 
FISH studies of telomere, 89:31 

FISH study in ALL, 89:136 

FISH study in breast cancer cell line, 90:75 
FISH study in lung cancer, 89:120 

FISH study in Ph+ CML, 90:166 

FISH study of constitutional t(1;22), 86:150 
FISH study of ider(9)(q10), 89:109 

FISH study of tetrasomy 8, 89:44 

FISH study of t(1;15;17) in APL, 89:53 
FISH study of t(10;16) in lung adenoma, 89:34 
FISH study of +10 in AML, 89:114 

in breast cancer, 86:18; 88:1 

in gastric carcinoma, 91:122 

in inversion t(14) in ALL, 88:76 

interphase studies in CML, 87:107 

of tetrasomy 8 in ALL, 92:135 

painting probes, 89:126 

PCR of mRNA, 92:58 

quantitation of C-ERB-B, expression, 86:18 
repetitive probes in leukemias, 88:69 
rhabdomyosarcoma, 92:58 


studies in AML, 89:126, 132 
studies in ANLL, 91:40 
studies in APL with t(15;16;17;19), 92:54 
studies in cervical cancer cell lines, 91:28 
studies in MDS, 89:126 
studies of complex t(8;21) and t(15;17), 91:40 
study in osteosarcoma cell line, 91:1 
study of dic(9;20), 92:111 
study of idic(7)(p10), 89:132 
study of subtle 12p, 89:136 
study of variant Ph in CML, 89:153, 157 
study of 5q—, 89:126 
study of +7 in marrow, 88:133 
t(Y;1)(q12;q12) in hematologic malignancies, 86:35 
Y in male urinary cells, 88:155 
+7 as possible precursor change, 88:133 
+7 in ALL marrows, 88:33 

Fragile sites 
active and inactive genes?, 88:184 
common and rare, 88:184 
fra(3)(p14.2) in lung cancer patients, 89:82 
fra(3)(p14.2) in lymphocytes, 89:82 
normal expression of fra(3)(p14.2), 89:82 

Gastric tumors and cancer 
FISH studies in, 91:118; 92:122 
genetic changes, 91:118; 119 
in child with 18p—, 91:117 
leiomyosarcoma, 90:184 
low-grade, 90:184 
microsatellite instability, 91:117 
numerical changes in, 91:122 
6q— in, 91:118 
+14 in leiomyosarcoma, 90:184 
18p— and, 91:117 
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Gene{(s) 
AML1 in AML, 88:151 


APC gene in colon polyps and retinal lesions, 91:112 


APC gene in Portuguese families, 91:113 

at 9p21, 86:22 

BAX gene in glioma, 88:136 

BCL-6 in B-lymphoma, 90:49 

BCR, deletion of b3 exon, 91:71 

C-ERB-B, gene in breast cancer, 86:18 

C-MYC and MDM-2 in esophageal cancer, 89:184 
CHOP and TLS/FUS in phyllodes tumors, 87:90 
DNA repair gene G/T glycosylase, 91:167 
EWS/ERG in Ewing tumor, 87:161 

FISH analysis of C-ERB-B,, 86:18 

fusion partners of HMGI-C gene, 91:150 
HER-2/neu in breast cancer, 88:8 

HER-2/neu in prostate cancer, 88:8 

HMGI-C gene, 91:149, 150 

HMGIC gene in osteosarcoma, 91:1 

HMLH 1 in gastric cancer, 91:114 


HMSH2 and MHLH1 in Italian HNPCC families, 91:113 


IGH gene and translocations, 86:8 

in ovarian cancer, 87:55 

INK4 gene in malignant cell lines, 86:22 
interferon genes, 86:22 

K-ras in patient with multiple tumors, 86:181 


LOH of TP53 in benign lesion in cancer family, 90:14 


L-MYC in renal cell cancer, 88:66 

MDM2, CDK4 and HMGI-C genes, 91:149 
methylthioadenosine phosphorylase gene, 86:22 
MLL gene in AML, 86:13 

MLL in M5b, 88:26 


MLL rearrangement in AML without 11q23 aberration, 86:13 


mutant genes in Drosophlia brain tumors, 90:135 

mutation of K-ras, 86:181 

MYC, BCL2 and J, genes in ALL, 86:76 

NF-2 gene in gliomas, 92:73 

NF2 suppressor gene, 91:110 

PCR analysis in ALL, 88:110 

PML and RARA genes, 92:54 

proto-RET in thyroid cancer cell line, 89:14 

p15, p16 and p18 genes in osteosarcoma, 86:136 

P16 in malignant cells, 86:22 

P53 and RB in adrenocortical carcinoma, 88:181 

p53 deletion in CLL, 90:188 

p53 in heritable cancer, 90:125 

p53 in mantle cell lymphoma, 86:120 

p53 mutations in astrocytoma, 88:95 

RARa and PML genes in APL, 89:53 

RAR-a gene in APL, 87:172 

RET in thyroid cancer, 89:14 

TP53 deletion in cancer fmily, 90:14 

TP53 in fish, 88:144 

3PK gene, 91:186 

8p and tumor suppressor gene, 91:123 

19q13.3, BAX gene and glioma, 88:136 
Genomic imprinting; see Imprinting 
Genomic instability 

mismatch recognition in, 91:109 


Germ cell tumors; also see Testicular tumors and Ovarian 


tumors 

AML following mediastinal tumor, 91:175 

pediatric, 91:174 

1p36.3 in pediatric, 91:174 
Giant cell tumor of bone 

chromosome changes, 88:163 

lack of microsatellite instability, 88:35 

molecular studies in, 88:35 

telomeric association, 88:163 
Glioblastoma 

BAX gene at 19q13.3, 88:136 

BAX gene in, 88:136 

cell lines, 90:17 


cytogenetics, 90;1; 91:13 
FISH studies in, 87:41 
microdissection of DNA, 87:41 
molecular studies in, 87:41 
multiforme, 90:1; 91:13 
protein expression in, 87:41 
telomeric association, 90:1 
tumor viruses in, 90:17 
17q11;2 in, 87:41 
Glioma 
BAX gene in, 88:136 
BAX not altered in, 88:136 
cell line, 91:172 
LOH of chromosome 22, 92:73 
molecular studies in, 92:73 
NF-1 in, 92:73 
pediatric, cytogenetics, 91:173 
19q13.3 and BAX gene, 88:136 
Hamartome 
cytogenetics, 91:169 
pulmonary, 91:169 
Hemangiopericytoma 
chromosome changes, 91:153 
Hepatoblastoma 
chromosome 20 and 2q, 91:65 
primary and metastatic, 91:65 
Hepatocellular carcinoma 
complex karyotype in, 88:170 
cytogenetics of, 88:170 
karyotype in, 86:102 
metastatic fibrolamellar, 88:170 
primary human, 86:102 
table of cytogenetic changes in, 88:172 
ip in, 86:102 
Hereditary disorders 
defects in nucleotide-excision repair, 91:108 
Homogeneously staining regions (HSR) 
HSR(11) in breast cancer cell line, 90:75 
in lymphoma, 87:1 
Hypereosinophilic syndrome 
del(20q) in, 87:82 
Imprinting 
genomic, 89:69 


genomic aberrations in human neoplasia (table), 89:70 


in carcinogenesis, 89:69 
relaxation of, 89:69 
Inversions 
FISH studies of, 88:76 
in childhood ALL, 88L76 
inv(14)(q11q32) in T-ALL, 88:76 
Isochromosomes 
ider(9)(q10) in ALL and CML. 89 
idic(7)(p10) in AML, 89:132 
i(7q) in Wilms tumor, 86:168 
i(12p) in germ cell tumors, 87:95 
i(12p) in testicular tumors, 87:95 
i(14q) in T-ALL, 92:92 
i(17q) in CML, 90:166 


i(17q) not present in granulocytes in Ph+ CML, 90:166 


i(18p) in AML-MO, 92:1 

use of FISH in i(12p) detection, 87:95 
Karyotypic changes 

in adenomas (pleomorphic), 86:39 

in ALL, 87:76; 87:4, 123; 88:57, 69, 103 


in AML(M2), 86:89, 165; 87:11, 38; 88:69; 91:40; 92:18 


in ANLL, 86:107, 124, 165; 87:52; 88:69; 89:126 
in APL, 91:40 

in AUL, 92:31 

in bilateral renal tumors, 89:57 

in bone cyst, 86:46 

in brain tumors, 90:1; 91:13 

in breast fibroadenomas, 86:152 

in cervical cancer cell lines, 91:28 
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in chondrosarcoma, 86:170 
in choroid plexus cancer, 87:7 
in chromophobe RCC, 86:69 
chronic lymphoproliferative disorders, 92:24 
CLL changing to ALL, 86:143 
CNS tumors, 91:13 
colon cancer cell lines, 90:157 
endometrioid ovarian cancer, 87:167 
esophageal cancer, 90:109 
in Ewing tumor, 87:161 
in fibroma and related tumors, 87:34 
in germ cell tumors of testis, 87:95; 89:146; 91:95 
in glioblastoma, 87:41; 90:1 
hepatocellular carcinoma, 88:170 
lipomas, 86:39 
lung cancer, 91:53 
MDS, 88:86; 89:126 
Merkel cell tumors, 92:79 
mesodermal tumor of ovary, 88:53 
mouse plasma cell diseases, 86:156 
multiple myeloma, 86:162; 88:69; 90:171 
myeloid leukemias, 86:153 
M4, 86:72, 177 
M5b, 86:80, 107; 87:48 
osteosarcoma, 90:57 
ovarian tumors, 92:95 
peripheral nerve sheath tumors, 88:17 
prostate cancer, 88:126; 90:37 
prostate cancer cell line, 87:14 
PV, 88:86 
PVNS, 90:80 
in renal cell cancer, 86:95; 87:133 
in salivary gland cancer, 87:29 
in schwannoma, 88:17 
Karyotypic evolution 
in liver cell line, 87:140 
in rat cell line, 87:140 
Kidney tumor; see Renal cell carcinoma 
aberrant mammary tissue, 87:88 
cell lines, 86:95 
chromophobe, 86:69 
congenital mesoblastic nephroma, 88:39 
i(7q) in Wilms tumor, 86:168 
oncocytoma, 92:28 
polycystic disease, 87:88 
Wilms tumor, 86:168 
Klinefelter syndrome 
APL in, 86:86 
astrocytoma in, 92:85 
choriocarcinoma in, 92:85 
cytogenetics of tumors in, 89:77 
neoplasia in, 92:85 
retinoblastoma (hereditary) in, 89:77 
rhabdomyosarcoma in, 89:77 
teratoma, 92:85 
t(15;17)(q22;q21) and APL in, 86:86 
Laryngeal cancer 
chromosome 9 in, 91:177 
molecular study, 91:177 
Leiomyoma 
chromosome changes, 89:98 
chromosome 6, 87:148 
FISH studies in, 89:98; 91:137 
HMG1 gene, 91:135, 136 
of uterus, 87:148; 89:98 
7q— and cell lines, 91:136 
Leiomyosarcoma 
cytogenetics of, 91:153; 154 
gastric leiomyosarcoma, 90:184 
low grade and +14, 90:184 
of uterus, 87:148 
t(1;6)(p32-33;p21.3) in, 87:148 
+14 as sole change, 90:184 
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Li-Fraumeni syndrome; also see Familial cancer 
cytogenetics of rectal tumor in, 91:121 
in 34 families, 91:115 
intron 6 of TP53 in, 91:115 
rectal tumor, 91:121 
TP53 in, 91:115 
Lipoma 
breakpoints, 86:39 
chromosome 12 in, 86:39; 91:48 
FISH studies, 91:148 
genetic analysis, 91:148 
karyotypes in, 86:39 
translocations, 86:39 
Liposarcoma 
chromosomes, 91:146; 92:141 
discontinuity of 12q13-22 amplicon, 91:164 
EWS and FUS/TLS genes, 91:147 
EWS/CHOP fusion gene(s), 91:146, 147 
FISH studies, 91:146 
myxoid, 92:141 
myxoid and non-myxoid, 91:146 
t(12;16) in, 91:147 
t(12;19;16)(q13;q13;p11.2) in myxoid, 92:141 
with cartilaginous differentiation, 92:141 
Liver 
CGH and chromosome changes in hepatocellular cancer, 91:186 
cytogenetics of sarcoma, 90:1 
hepatoblastoma, 91:65, 186 
polygneic model for cancer, 91:116 
telomeric association in sarcoma, 90:1 
undifferentiated embryonal sarcoma, 90:1 
Loss-of-heterozygosity (LOH) 
chromosome 22 in gliomas, 92:73 
in glioma, 92:73 
NF-2 gene and LOH of 22, 92:73 
Lung tumors and cancer 
alveolar adenoma, 89:34 
aneuploidy in interphase nuclei, 89:120 
cell cycle reguation in cancer, 91:165 
chromosome 3, 91:166 
chromosomes in non-small cell cancer, 91:53 
cytogenetics of cacner, 91:53, 168 
cytogenetics of cancer, 91:53, 168 
FISH studies in, 89:120; 91:166 
FRA3B deletion in carcinoma, 91:170 
fra(3)(p14.2) in patients with lung cancer, 89:82 
HOX genes in cancer, 91:167 
LOH in small cell cancer, 91:170 
non-small cell carcinoma, 89:120; 91:53, 168 
sex chromosome abnormalities in cancer patients, 87:24 
technique for chromosome analysis, 91:53 
t(10;16) in an adenoma, 89:34 
Lymphoblasts 
chromosome breakage in, 87:112 
in ataxia telangiectasia (AT), 87:112 
in Bloom syndrome, 87:112 
in chromosome instability syndromes, 87:112 
in Cockayne syndrome, 87:112 
in progeroid syndromes, 87:112 
in Werner syndrome, 87:112 
in xeroderma pigmentosum, 87:112 
topoisomerase II inhibition, 87:112 
Lymphoma 
BCL-6 rearrangement, 90:49 
childhood, 86:83 
chromosome changes in early, 92:87 
complex translocations in, 86:8 
del(6q) in erly, 92:87 
FISH studies in lymphoma, 90:49, 102 
follicular lymphoma and chromosomes 7 and 10, 89:129 
HSR in, 87:1 
IGH rearrangement and translocations, 86:8 
mantle cell, 86:120 
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molecular studies in, 90:49 PCR products form paraffin embedded tissues, 91:182 

p53 mutation, 86:120 SCF, IL-6, IL-3 and GM-CSF increase of mitotic index, 91:77 
somatic pairing of chromosomes 7 and 10, 89:129 Microdissection 

t(1;5)(q32;q35), CD30+ in anaplastic, 86:83 band-specific painting probes generated by, 89:126 


t(3;14)(q27;q11) in B-lymphoma, 90:49 
t(8;14)(q24;q32) in, 86:8 
t(14;18)(q32;q21) in, 86:8 
2q31-qter duplication, 90:102 
Lymphoid leukemias 
CLL changing to ALL, 86:143 
complex translocations in, 86:8 
translocations in, 86:8 
Malignant mixed mesodermal tumor 
of ovary, 88:53 
cytogenetic findings, 88:53 
Malignant peripheral nerve sheath tumor 
cytogenetics, 91:8 
NF-1 in, 91:8 
Malignant triton tumor 
cytogenetics, 91:8 
NF-1 in, 91:8 
Mammary carcinoma; see Breast cancer 
Mantle cell lymphoma 
leukemic, 86:120 
p53 in, 86:120 
Mapping 
breakpoints on chromosome 12, 86:39 
of breakpoints, 86:39 
of CAG repeats to 3p24.2-22, 92:46 
Medulloblastoma 
cytogenetics, 91:13 
FISH study in, 91:13 
Medulloepithelioma 
cytogenetics, 92:144 
intraocular, 92:144 
Melanoma 
cell lines, 91:181 
CGH of, 90:95 
chromosomes 9 and 21 in cell lines, 91:181 
chromosome 14 and murine melanoma, 92:66 
chromosome 14 changes, 92:66 
cytogenetics of ocular, 91:179; 180 
molecular studies of murine, 92:66 
molecular stueies of uveal, 90:95; 91:180 
MTS-1 gene in uveal, 91:180 
murine, 91:66 
ocular, 91:179 
paraffin-embedded, 90:95 
uveal, 90:95 
Meningioma 
CGH studies, 91:187 
primary and recurrent, 91:187 
Merkel cell tumors 
cytogenetics, 92:79 
neuroendocrine sarcoma, 92:79 
Mesenchymal tumors 
Ewing tumor, 87:161 
giant cell tumor, 87:85 
nodular tenosynovitis, 87:85 
primitive, 87:71 
t(4;19)(q35;q13.1) in, 87:71 
Mesothelioma 
benign, 92:90 
CGH studies in, 89:7 
gains and losses of DNA, 89:7 
localized fibrous, 92:90 
malignant, 89:7 
t(2;3)(p21;p26) in benign, 92:90 
Methodologies 


chromosome analysis, IL-3 and IL-6, 90:171; 91:77 
[IL-3 and IL-6 in analysis of multiple myeloma, 90:171 


image analysis for FISH, 91:182 
in APL patients, 91:77 


of chromosomes in glioblastoma, 87:41 
5q— and FISH, 89:126 
Micronuclei 
amplified genes, 91:185 
Microsatellite instability 
in renal cell carcinoma, 86:69 
Minimal residual disease (MRD) 
gene markers, 88:110 
in ALL, 88:110 
multiple clone specific markers, 88:110 
PCR follow-up in ALL, 88:110 
Mixed lineage leukemia 
childhood, 90:29 
t(6;14)(q25;q32) in, 90:29 
Molecular studies 
AML1 in AML, 88:151 
BAX gene in glioma, 88:136 
BCR/ABL in thrombocythemia, 89:74 
C-ERB-B, gene in breast cancer, 86:18 


C-MYC and MDM-2 in esophageal cancer, 89:184 


C-myc in M2 after MDS, 86:183 

CAG repeats at 3p24.2-22, 92:46 
differential display PCR, 92:58 

germline mutations in familial tumors, 90:125 
in adrenocortical carcinoma, 88:181 

in ALL, 86:76; 88:110 

in ALL with t(11;18;19), 88:103 

in ML, 86:61 

in APL, 87:172 

in API with PML and RARA probes, 92:54 
in astrocytomas, 88:95 

in BMT, 86:1 

in breast cancer, 86:18 

in breast cancer (micrometastases), 88:8 

in breast cancer vs cytogenetics, 92:37 

in cervical cell lines, 90:63 

in CLL, 90:118 

in CML and Ph, 87:75 

in drug resistant leukemic cell line, 86:116 
in end-stage kidney, 89:65 

in esophageal cancer, 89:184 

in essential thrombocythemia, 89:74 

in Ewing tumor, 87:161 

in giant cell tumor of bone, 88:35 

in glioblastoma, 87:41 

in glioma, 92:73 

in lipomas and adenomas, 86:39 

in malignant cell lines, 86:22 

in mantle cell lymphoma, 86:120 

in marrow residual disease, 89:141 

in M5, 87:52 

in M5a (MLL), 88:26 

in osteosarcoma, 86:136; 91:1 

in ovarian cancer, 87:55 

in phyllodes tumors of breast, 87:90 

in prostate cancer, 90:37 

in renal cell cancer cell lines, 86:95 

in renal cell carcinoma, 87:133; 88:66; 89:65 
in thyroid cancer cell line, 89:14 

K-ras in patient with multiple tumors, 86:181 


linkage and cytogenetic mapping of 3p24.2-22, 92:46 


LOH in gliomas, 92:73 

mitogenic signal transduction, 91:109 

MLL changes in AML, 86:13 

MLL changes without 11q23 aberration, 86:13 
MRD and genes in ALL, 88:110 

of BCR/ABL, 91:82 

of BCR gene, 91:71 

of interferon genes, 86:22 
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of methylthioadenosine phosphorylase gene, 86:22 
of TP53 in fish, 88:144 
PCR of mRNA, 92:58 
probe selection, 92:58 
p15'™ in malignant cells, 86:22 
p53 in cancer syndromes, 90:125 
REISD use, 89:141 
studies of p15 p16 and p18 genes in osteosarcoma, 86:136 
tools for, 91:187 
VNTR-sequence in solid tumors, 91:175 
Mouse diseases 
cytogenetic findings in, 86:156 
multiple myeloma, 86:156 
Waldenstrém macroglobulinemia, 86:156 
Multiple myeloma 
chromosome changes in, 86:162; 88:69; 90:171 
cytogenetics of mouse, 86:156 
FISH in follow-up, 88:69 
IL-3 and IL-6 in chromosome analysis, 90:171 
IL-3 and IL-6 improve cytogenetic analysis, 90:171 
in mouse, 86:156 
t(9;20)(p24;q11.2) in, 90:106 
Myelodysplastic syndrome(s) (MDS) 
age and karyotypic changes, 88:80 
c-mcy in M2 aftr MDS, 86:183 
CMML and age, 88:80 
cytogenetic changes, 89:126 
der(y)t(Y;1)(q12;q12) in MDS after PV, 88:83 
dic(1;15) in, 88:86 
dup of del(20)(q11) in, 86:185 
FISH in follow-up of RAEB, 88:69 
FISH studies in, 89:126 
karyotypic changes and age, 88:80 
loss of telomeric sequences, 89:31 
multiple unrelated clones in, 88:141 
myelofibrosis and MDS, 90:24 
refractory anemia with ringed sideroblasts (RARS) and age, 88:80 
refractory anemia (RA) and age, 88:80 
refractory anemia with excess blasts in transformation 
(RAEBT), 88:80 
refractory anemia with excess blasts (RAEB) and age, 88:80 
ring chromosome in, 89:31 
t(Y;1)(q12;q12) in, 86:35 
+13 in, 87:92 
+15 in, 89:27 
Myelofibrosis 
acute, 90:24 
karyotype in, 90:24 
relation to MDS, 90:24 
t(Y;1)(q12;q12) in, 86:35 
Myelofibrosis with myelid metaplasia (MMM) 
karyotypes in, 87:156 
polyclonality, 87:156 
Myeloproliferative disorders (MPD) 
BCR/ABL fusion in, 91:82 
chromosome changes, 87:156; 91:82 
dic(1;15) in PV, 88:86 
myelofibrosis with myeloid metaplasia, 87:156 
polyclonal changes in, 87:156 
t(14;22)(q32;q11) in, 91:82 
Myeloid disorders (MPD) 
chromosome 3 in, 90:93 
t(2;3) in, 90:93 
Nasal polyps 
atypical stromal cells in, 88:158 
chromosome changes in, 88:158 
extra copies of chromosomes, 90:86 
polysomies in, 90:86 
Near-haploidy 
chromosome changes in, 92:28 
in renal oncocytoma, 92:28 
Near-tetraploidy 


in adult AML, 86:107 
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in AML, 86:107 
Neurilemoma 
cytogenetics, 90:1 
telomeric association, 90:1 
Neuroblastoma 
cytogenetics of, 90:1 
genetic alterations, 91:111 
oncogene activation in, 91:171 
telomeric association, 90:1 
t(1;17)(p36;q11.2-12.1), 91:171 
Neuroendocrine carcinoma 
cytogenetics, 92:79 
Merkel cells, 92:79 
Nodular tenosynovitis; see tenosynovial giant cell tumor 
Non-Hodgkin lymphoma; see Lymphoma 
Nonneoplastic tissues 
chromosome changes in, 88:158 
nasal polyps, 88:158 
Obituary 
Mamaeva, Stella, 91:91 
Thompson, Floyd, 88:186 
Oncocytoma 
chromosome changes, 89:57; 92:28 
near-haploidy in, 92:28 
renal, 89:57; 92:28 
Osteosarcoma 
cell line (OsA-CI), 91:1 
chromosome changes in, 90:57; 91:158 
cytogenetic anomalies in, 90:57 
double minutes in, 90:57 
FISH studies in, 91:1; 158 
genetic instability, 91:157 
HMGIC gene in, 91:1 
karyotypes in, 90:57 
molecular studies in, 86:136 
monosomy 17p, 90:57 
p15, p16 and p18 genes in, 86:136 
xenografted, 90:57 
Ovarian tumors 
amplification of 19q13.1-q13.2 in, 87:55 
borderline malignant, 92:95 
carcinoma, 87:167 
chromosome change in endometrioid cancer, 87:167 
chromosome changes, 92:95 
chromosome 6, 91:132; 133 
chromosome 12 in fibrothecomas, 91:134 
chromosome 12 in germ cell tumor, 91:61; 135 
cytogenetics of malignant mixed mesodemal tumors, 88:53 
FISH studies, 87:55 
germ cell tumor, 91:61 
granulosa cell tumors, 89:93 
karyotypes in granulosa tumors (table), 89:96 
malignant mixed mesodermal tumors, 88:53 
mesodermal tumors, 88:53 
molecular studies, 87:55 
no i(12p) in germ cell tumor, 91:61 
primary endometrioid carcinoma, 87:167 
p21 in, 91:132 
SCE in ovarian cancer patients, 89:105 
6q in, 91:132 
+12 in +7 and r(1) in, 92:95 
22 in granulosa tumors, 89:93 
Pancreas 
chromosome 19 in cancer, 91:120 
cytogenetics of cancer, 91:119 
Parotid gland; also see Salivary glands 
cytogenetics of cancer, 89:38 
DNA ploidy in carcinoma, 89:38 
FISH studies, 89:38 
mucoepidermoid carcinoma, 89:38 
t(3;12)(q24;p13) in cancer, 89:38 
Peripheral nerve sheath tumors 
chromosome changes in, 88:17 
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cytogenetic and histologic correlation, 88:17 Refractory anemia with excess blasts in transformation 
FISH studies in, 88:17 (RAEBT); see Myelodysplastic syndromes (MDS) 
malignant (MPNST), 88:17 in XYY males, 90:179 
of soft tissue, 88:17 loss of telomeric sequences, 89:31 
schwannoma: benign and malignant, 88:17 loss of telomeric sequences in ring, 89:31 
Philadelphia (Ph) chromosome and translocations ring derived from chromosome 8, 89:31 
complex translocations in CML, 86:8 Renal cell carcinoma 
FISH study of, 90:142 allelic loss in, 87:133 
in acut leukemia, 92:92 association with supernumerary nipple, 86:129 
in AML, 96:61 bilateral, 91:142 
in CML, 86:8; 87:75 bilateral and synchronous, 89:57 
interphase FISH studies, 87:107 bilateral tumors in literature, 89:59 
molecular studies of, 86:61; 87:75 cell lines, 86:95 
t(6;9;22)(p25;q34;q11) in acute leukemia, 92:82 CGH studies, 91:140, 142 
t(Y;22)(p11;q11) in CML, 87:75 chromophobe, 86:69 
variant Ph, 87:75; 90:142 chromophobe RCC, 91:138 
Phyllodes tumor chromosomes in cell lines, 86:95 
CHOP and TLS/FUS genes in, 87:90 cytogenetics of, 87:133; 89:57, 65; 91:140 
molecular studies in, 87:90 familial, 86:129 
of breast, 87:90 FISH studies, 91:140 
Pigmented villonodular synovitis (PVNS) genetic model, 91:141 
chromosome changes in, 90:80 in end-stage kidney, 89:65 
FISH study in, 90:80 L-MYC allelotype in, 88:66 
table of cytogenetic anomalies, 90:83 low chromosome number, 86:69 
ip changes in, 90:80 microsatellite instability, 86:69 
Pituitary adenomas molecular studies in, 87:133; 88:66; 89:65 
cytogenetics, 91:183 NM23 gene in, 91:140 
Plasma cell papillary vs nonpapillary, 87:133 
cytogenetic changes in, 86:162 telomeres and telomerase, 91:139 
diseases in mouse, 86:156 t(6;11)(p21q13), 91:140 
multiple myeloma in mouse, 86:156 t(X;1)(p11;q21) in 91:138 
Waldenstrém macroglobulinemia, 86:156 3p allelic loss in, 87:133 
Polycythemia vera (PV) 3p21 and multiple tumors, 91:139 
der(Y) in transition to MDS, 88:83 3p21 and t(3;8), 91:142 
dic(1;15) in, 88:86 Wilms tumor, 91:142, 143 
t(Y;1)(q12;q12) in, 86:35; 88:83 Retinoblastoma 
Polymerase chain reaction (PCR) cytogenetics of, 88:77 
differential display PCR, 92:58 hereditary, 89:77 
genes in ALL, 88:110 in Klinefelter syndrome, 87:77 
in ALL, 88:110 Rhabdoid tumor 
MRD follow-up, 88:110 t(11;22)(q24;q12) in, 91:164 
PCR of mRNA, 92:58 Rhabdomyosarcoma 
study of BCR, 91:71 alveolar, 87:179 
two-round PCR, 91:71 der(16) as a secondary change, 87:179 
Prostate cancer der(16)t(1;16)(q21;p13) in, 87:179 
allelic imbalance, 91:145 FISH probes for, 92:58 
cell line (P69SV40T), 87:14 in Klinefelter syndrome, 89:77 
chromosome changes in, 88:125; 90:37; 91:144 MYC-N and HSR, 91:159 
chromosome changes in the differential diagnosis of a mass in PAX-7/FKHR fusion gene, 91:159 
leg, 86:147 t(2;13) and translin, 91:160 
cytogenetic basis in metastasis, 86:147 t(2;13)(q35;q14) in, 87:179 
cytogeneitc changes, 88:126; 90:37 Ring chromosome 
del(1)(q12) in, 87:79 derived from chromosome 8, 89:31 
FISH studies in, 90:37; 91:144 FISH studies of, 89:88 
karyotype in metastasis, 86:147 in dermatofibrosarcoma protuberans, 89:88 
karyotypes in, 88:126; 90:37 in ovarian cancer, 92:95 
LOH in cancers, 90:37 in RAEBT, 89:31 
t(Y;22) in, 91:145 loss of telomeric sequences, 89:31 
uncultured prostate cancer, 88:126 ring containing 17q and 22, 89:88 
Rat Salivary gland 
cell line (CL52), 87:140 ameloblastoma of, 91:4 
karyotypic evolution in cell line, 87:140 carcinoma, 87:29 
Refractory anemia (RA); also see Myelodysplastic syndromes cytogentics of, 89:38 
(MDS) del(10)(p12) in ameloblastoma, 91:74 
cytogenetic changes, 89:126 DNA ploidy analysis, 89:38 
FISH study in, 89:126 FISH study in, 89:38 
5q— in, 89:126 LOH at 6q in malignant tumors, 91:168 
+15 in, 89:27 mucoepidermoid carcinoma, 89:38 
Refractory anemia with excess blasts (RAEB); also see Myelo- parotid, 89:38 
dysplastic syndromes (MDS) t(11;19)(q21;p13.1) in mucoepidermoid carcinoma, 87:29 
cytogenetic changes, 89:126 Warthin tumor cytogenetics, 91:169 
FISH study in, 89:126 8q21 region mapping, 91:165 
5q— in, 89:126 22 in ameloblastoma, 91:74 
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Sarcoma(s) FISH studies of, 89:31 
cytogenetics, 90:1 integrity in tumors, 86:50 
EWS/FLI1 gene fusion in, 91:161 loss of sequences, 89:31 
of liver, 90:1 molecular studies of, 86:50 
telomeric association, 90:1 tumor progression and association, 90:1 
1q21-22 amplicon, 91:156 Teratoma 
Secondary leukemia in Klinefelter syndrome, 92:85 
cytogenetics, 87:38; 90:45 Testes, tumors; see Testicular tumors 
in CLL, 87:38 Testicular tumors 
molecular studies in, 90:45 CGH in, 87:95; 89:146 
21q22 in, 90:45 chromosome 12 in, 87:95; 91:95 
Seminoma; see also testicular tumors cytogenetic changes in, 87:95; 89:146; 91:95 
CGH studies in, 89:146 FISH studies in, 87:95; 91:95 
chromosome 12 changes in, 89:146 germ cell tumors, 87:95; 89:146; 91:95 
cytogenetics of, 89:148 i(12p) in, 87:95: 89:146; 91:95 
Sex chromosome anomalies maternal loss of 1p in, 91:95 
table of hematologic malignancies in XYY males, 90:180 pediatric, 91:95 
XYY males and malignancy, 90:179 12p-amplicon in, 89:146 
Sezary syndrome Tetrasomy 
cytogenetic findings, 90:33 chromosome 8 tetrasomy, 89:44 
FISH study in, 90:33 FISH study of, 89:44 
immunophenotype, 90:33 +8,+8 in AML(M2), 89:44 
Sister chromatid exchange (SCE) +8,+8 in childhood ALL, 92:135 
in lymphocytes, 89:105 Therapy related leukemia; see Secondary leukemia 
in ovarian cancer patients, 89:105 Thrombocythemia 
in patients with cervical cancer, 86:54 BCR/ABL in essential, 89:74 
Skin cancer essential, 89:74; 91:68; 92:14 
chromosome breakpoints, 91:179 FISH studies in, 92:14 
molecular studies, 91:178 molelcular studies in, 89:74 
p53 in, 91:178 t(13;14)(q32;q32.3) in, 91:68 
RAS gene in, 91:178 +8,+9 in, 92:14 
Soft tissue tumors Thrombocytosis; see thrombocythemia 
CGH and chromosome anomalies, 91:156 Thymoma 
cytogenetics of borderline cases, 91:154 in elderly female, 89:181 
p53 and gene amplification in sarcomas, 91:155 t(15;22)(p11;q11) in, 89:181 
Solid tumors Thyroid cancer and tumors 
chromosome 3, 91:185, 186 anaplastic carcinoma, 91:184 
elimination test, 91:185 benign lesions, 91:194 
heterochromatin of chromosomes 1, 9 and 16 in children, cell line, 89:14; 90:70 
91:176 chromosome analysis, 91:183, 184 
MYC-N and DDX-1 genes in, 91:176 dmin in cell line, 90:70 
VNTR-sequences, 91:175 FISH studies, 91:184 
1p36 in, 91:175 follicular carcinoma, 91:183 
Stomach tumors; see Gastric tumors molecular studies in, 91:109 
Supernumerary chromosome new cell line PPTC-1113A), 89:14; 90:70 
and malignancy, 89:170 papillary cancer, 90:70; 91:109 
cancer in family with, 89:170 Proto-RET gene in, 89:14 
familial, 89:170 rearrangement of RET gene, 89:14 
Synovial sarcoma Translocations 
of lung, 88:49 breakpoints in adenomas and lipomas, 86:39 
SYT and SSX protein, 91:152 complex translocations, 86:8 
t(X;18)(p11.2;q11.2) in, 88:49; 91:152 in adenomas (pleomorphic), 86:39 
T-antigen in brain tumors, 90:1 
BK and SV40 tumor viruses, 90:17 in chronic lymphoproliferative disorders, 92:24 
coding sequences, 90:17 in fibromas and related tumors, 87:36 
in glioblastoma cell lines, 90:17 in lipomas, 86:39 
of DNA tumor viruses, 90:17 in lymphoma and lymphoid leukemias, 86:8 
T-cell acute lymphoblastic leukemia (ALL) in myeloid diseases, 86:8 
ALL, 88:76 in prostate cancer cell line, 87:14 
childhood, 92:92 incidence in myeloid vs lymphoid states, 86:8 
der(6) revealed by FISH, 86:131 translocations in brain tumors, 91:13 
extra Y in T-ALL, 89:85 translocations in cervical cancer cell lines, 91:28 
FISH studies in, 88:76 translocations in CNS tumors, 91:13 
inv(14)(q11q32) in, 88:76 translocations in osteosarcoma, 90:58 
i(14q) in T-ALL, 92:92 t(1;1)(q32;q32) in multiple myeloma, 90:171 
t(1;6)(q22;p21) in, 86:131 t(1;2)9q10;p10) in testicular germ cell tumors, 89:148 
Techniques; see Methodologies t(1;2)(q32;q23) in malignant mesodermal tumor of ovary, 88:53 
Telomere t(1;3)(q11;q27) in testicular germ cell tumors, 89:148 
association in choroid plexus cancer, 87:7 t(1;5;13)(p13;q35;q14) in PVNS, 90:83 
association in desmoplastic ganglioglioma, 92:4 t(1;5)(q23;q33) in ALL, 87:4 
association in MPNST, 88:19 t(1;5)(q32;q35) in lymphoma, 86:83 
association in pediatric tumors, 90:1 t(1;6)((p32-33;p21.3) in leiomyosarcoma, 87:148 
chromosome 8 ring and loss of sequences, 89:31 t(1;6)(q22;p21) in T-ALL, 86:131 
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t(1;6)(p23;p22) in AML of Fanconi anemia, 90:182 t(6;12)(p22;q14) in adenoma, 86:40 
t(1;6)(q25;p21.3) in breast fibroadenoma, 87:152 t(6;12)(p22.2;q12.2) in adenoma, 86:40 
t(1;7)(q22;q11.2) in MPNST, 88:19 t(6;14)(q21;q32) in breast fibroadenoma, 87:152 
t(1;9)(a32;q22) in cardiac fibroma, 87:34 t(6;14)(q25;q32) in mixed lineage leukemia, 90:29 
t(1;12)(p31-32;q14) in lipoma, 86:40 t(6;17)(p24;q21) in APL, 87:172 
t(1;15)(p21;q23) in AML(M1), 88:69 t(6;21)(p11;p12) in testicular germ cell tumors, 89:148 
t(1;15;17)(p31;q231;q21) in APL, 89:52 t(6;22)(p23;q13) in multiple myeloma, 90:171 
t(1;15)(q12;p11) in RA , 88:86 t(7;11)(p15;p15) in M4, 86:72 
t(1;15)(q12;q22) in bone cyst, 86:47 t(7/12)(p15;q15) in adenoma, 86:40 
t(1;16)(p11;q13) in multiple myeloma, 90:171 t(7;12)(q21;q12) in ALL, 88:57 
t(1;16)(q12;q11.2) in Ewing tumor, 87:161 t(7;16)(q22;q24) in pigmented villonocular synovitis, 87:87; 
t(1;16)(q21;q13) in rhabdomyosarcoma, 87:109 90:83 
t(1;17)(p12;q11.2) in schwannoma, 88:19 t(7;18;14)(q11;q12;q12) in AML(M1), 88:69 
t(1;17)(p36;q11.2-12.1) in neuroblastoma, 91:171 t(7;22)(q11;p12) in testicular germ cell tumors, 89:148 
t(1;19)(p11;p12) in PVNS, 90:83 t(8;2;16;21)(q22;q32;q13;q22) in AML(M2), 88:69 
t(1;19)(q11;p13) in ALL, 88:57 t(8;9)(q12 or 13;p22) in adenoma, 86:40 
t(1;19)(q21;p13) in ALL, 87:123 t(8;12)(p11.2;p11.2) in testicular germ cell tumors, 89:148 
t(1;19)(q23;p13) in ALL, 88:57 t(8;12)(q10;p11) in testicular germ cell tumors, 89:148 
t(1;19)(q23;p13) in M5, 87:52 t(8;14)(q11;q32) in ALL with Down syndrome, 88:92 
t(1;20)(q21;q13) in chondrosarcoma, 86:170 t(8;14)(q24;q11) in ALL, 88:57 
t(1;22)(p22;q11.2) constitutional in patient with ependymoma, t(8;14)(q24;q32) in lymphoma, 86:8 

86:150 t(8;21) and its variants studied with FISH, 91:40 
t(2;3)(p12;q37) in ALL, 86:76 t(8;21)(q22;q22) in AML, 86:8, 126; 88:151 
t(2;3)(p13;q26) in M2 and blastic phase of CML, 87:182 t(8;21)(q22;q22) in secondary leukemia, 90:45 
t(2;3)(p21;p26) in benign mesothelioma, 92:90 t(8;22)(q24;q11) in ALL after CLL, 86:143 
t(2;3)(q14;p11) in renal cell cnacer, 89:58 t(9;11)(p21;q23) in AML, 86:126 
t(2;4)(p23;q21) in PVNS, 90:83 t(9;11;11)(q13;q13q25;q25) in testicular germ cell tumors, 
t(2;5)(q33;p13) in multiple myeloma, 90:171 89:148 
t(2;6;15)(q37;q21;q11) in MMM, 87:156 t(9;11;22)(p22;q23;q11) in AML-M5a, 88:26 
t(2;10)(q21.1;q26.1) in M5b, 86:80 t(9;12;22)(q34;q15;q11) variatn Ph, 89:154 
t(2;10)(q32.2;q11) in ALL, 88:69 t(9;20)(p24;q11.2) in myeloma, 90:106 
t(2;12)(q35;q14) in lipoma, 86:40 t(9;22)(q34;q11) in ALL, 87:123 
t(2;12)(q36;q14) in lipoma, 86:40 t(9;22)(q34;q11) in AML, 86:61, 126 
t(2;13)(q35;q14) in rhabdomyosarcoma, 87:179 t(9;22)(q34;q11) in CML, 86:8 
t(2;16)(q33;q24) in pigmented villonocular synovitis, 87:87 t(9;22;15;13;17)(q34;q11;q26;q24;q11) variant Ph, 89:157 
t(2;21;8)(p15;q22;q22) in AML(M2), 86:89 t(10;11)(p11-15;q13-23) in AML and ALL, 86:31 
t(2;21)(q21;q22) in secondary leukemia, 90:45 t(10;16)(q23;q24) in alveolar lung adenoma, 89:34 
t(2;22)(q33;q13) in nodular tenosynovitis, 87:87 t(10;22)(p11.2;q11.2) in chondrosarcoma, 89:49 
t(3;3)(q21;q26) in M2, 87:11 t(11;14)(p14;q12) in ALL, 88:57 
t(3;3)(q21;q26) in thrombocytopenia weith erythroid dysplasia, t(11;14)(q13;q32) in CLL, 86:143 

87:11 t(11;14)(q13;q32) in multiple myeloma, 90:171 
t(3;4)(p14;p15) in multiple myeloma, 90:171 t(11;17)(p15;q23) in AML(M2), 88:69 
t3;5)(p23;q12) in AML(M1), 88:69 t(11;17)(q23;q24) in AML(M1), 88:69 
t(3;6)(P13;q25) in renao cell cancer, 89:59 ;18;19)(q23;q22;p13.3) in ALL (congenital), 88:103 
t(3;9;22)(p21;q34;q11) variant Ph, 89:154 ;19)(q13;p13) in multiple myeloma, 90:171 
t(3;9)(p24;q12) in testicular germ cell tumors, 89:148 ;19)(q21;p13.1) in salivary gland cancer, 87:29 
t3;9)(q13;p24) in testicular germ cell tumors, 89:148 ;22)(q24;q12) in rhabdoid tumor, 91:164 
t(3;11)(p14;p15) in multiple myeloma, 90:171 2;12)(q14;q23) in lipoma, 86:40 
t(3;11)(q11;p15) in renal cell cancer, 89:58 2;14)(p13;q22) in epithelioid sarcoma, 91:46 
t(3;12)(q24;p13) in parotid gland cancer, 89:38 2;14)(q15;q11.2 or 12) in adenoma, 86:40 
t(3;12)(q28;q14-15) in lipoma, 86:40 2;15)(p13;q13) in M2 at relapse, 86:165 
t(3;14)(q27;q11) in lymphoma, 90:49 2;16)(q14;q23) in adenoma, 86:40 
t(3;15)(p23;q24) in testicular germ cell tumors, 89:148 2;16)(q21;q23) in lipoma, 86:40 
t(3;15)(q13;q24) in PVNS, 90:83 2;17)(p11;q11) in AUL, 92:31 
t(3;17)(p11;q12) in CLL, 86:143 2;17)(q23;q22) in MMM, 87:156 
t(3;18)(p21;p11) in PVNS, 90:83 2;19;16)(q13;q13;p11.2) in myxoid liposarcoma, 92:141 
t(4;5)(p16;q13) in breast fibroadenoma, 87:152 2;20)(p11;p11) in testicular germ cell tumor, 89:148 
t(4;7)(q27;q32) in AML(M2), 86:89 2;20)(q13;p11.2) in M4, 89:118 
t(4;8)(p16;q11) in malignant mesodermal tumor of ovary, 88:53 2;21)(p11;p11) in testicular germ cell tumor, 89:148 
t(4;9;22)(p16;q34;q11) in CML, 90:142 2;21)(p13;q22) in ALL, 89:136 
t(4;9)(q23;q22) in chondrosarcoma, 86:170 2;22)(q13;q12) in clear cell sarcoma, 91:37 
t(4;10)(q22;q26) in multiple myeloma, 90:171 3;14)(q32;q32.3) in thrombocythemia, 91:69 
t(4;11)(q21;q23) in ALL, 87:123; 88:57 ;15)(q11;q24) in congenital mesoblastic nephroma, 88:39 
t(4;11)(q21;q23) in twins with ALL, 89:177 ;18)(q32;q21) in ALL, 86:76 
t(4;12)(p14;q12) in breast fibroadenoma, 87:152 ;18)(q32;q21) in lymphoma, 86:8 
t(4;19)(q35;q13.1) in mesenchymal tumors, 87:71 ;19)(q13;q13) in RAEB, 88:69 
t(5;6)(p15;p11) in malignant mesodermal tumor of ovary, 88:5: ;20)(q11;p11) in testicular germ cell tumors, 89:148 
t(5;6)(q14;q24) in nodular tenosynovitis, 87:87 ;22)(q32;q11) in MPD, 91:82 
t(5;12)(q31;q24) in childhood ALL, 89:163 ;22)(q32;q11) variant Ph, 89:154 
t(5;14)(q11;q24) in PVNS, 90:83 5;15)(p13;q11) in testicular germ cell tumors, 89:148 
t(5;17}(q21;q12) in RAEB, 88:69 5;16;17;19) in API, 92:54 
t(5;21)(q13;q22) in AML, 88:167 5;17) and its variants studied with FISH, 91:40 
t(6;9;22)(p24;q34;q11) in acute leukemia, 92:82 5;17)(q22;q11) in APL, 86:8 


170 Subject Index 


t(15;17)(q22;q21) in APL, 87:172 Ureter 

t(15;17)(q22;q21) in APL in Klinefelter, 86:86 papillary urothelial carcinoma, 90:132 

t(15;17)(q24;q21) in ANLL-M7, 92:50 +20 in carcinoma, 90:132 

t(15;21)(p11;q11) in bone cyst, 86:47 Urinary bladder 

t(15;22)(p11;q11) in thymoma, 89:181 FISH studies, 91:143 

t(17;18)(q11;p11) in Sezary syndrome, 90:33 FISH studies of Y in urinary cells, 88:155 

t(17;22)(q22;q13) in dermatofibrosarcoma protuberans, 89:175 9q— in, 91:143 

t(18;22)(q11;p11.2) in epithelioid sarcoma, 91:46 Y in male urinary cells, 88:155 

t(19;22)(p13;q13) in MMM, 87:156 Uterine cervix; see Cervical cancer 

t(X;1)(q21;q12) in testicular germ cell tumor, 89:148 Uterus; see also Cervical cancer 

t(X;10)(p10;p10) in myeloid leukemias, 86:153 chromosome 6 in, 87:148 

t(X;10)q22;q23.2) in angiomyoma, 90:54 leiomyoma, 87:148 

t(X;12)(q23;q12) in testicular germ cell tumor, 89:148 leiomyosarcoma, 87:148 

t(X;14)(q22;q11) in testicular germ cell tumor, 89:148 molecular changes in cervix, 91:134 

t(X;18)(p11.2;q11.2) in synovial sarcoma, 88:49 smooth muscle tumors, 87:148 

t(Y;1)(q12;q12) in hematologic malignancies, 86:35 Viruses 

t(Y;1)(q12;q12) in PV transition to MDS, 88:83 BK and SV40, 90:17 

t(Y;22)(p11;q11) in CML with Ph, 87:75 in cervical cell lines, 90:63 
Trisomy in glioblastoma cell lines, 90:17 

constitutional and tumors, 87:63 integration sites, 90:63 

FISH studies of +21, 86:58 papilloma virus, 90:63 

FISH study of +10, 89:114 T-antigen of, 90:17 

partial +4 in AML(M2), 86:89 tumor viruses, 90:17 

+7 in normal marrow, 88:133 Waldenstrém macroglobulinemia 

+7 in patients with ALL, 88:133 cytogenetic changes in mouse, 86:156 

+8 and +20 in desmoid tumor of breast, 86:92 in mouse, 86:156 

+8 mosaicism and cancer, 86:87 Werner syndrome 

+8, +20 in desmoid tumors, 92:147 chromosome breakage, 87:112 

+10 in AML and ALL (table), 89:116 lymphoblasts, 87:112 

+10 in AML (MO and M1), 89:173 topoisomerase II inhibition, 87:112 

+11 and +13 in M4, 86:65 Wilms tumor 

+12 and +7 in ovarian tumors, 92:95 CGH, 91:142 

+13 in MDS and AML, 87:92 karyotyping, 91:143 

+15 in blood disorders, 89:27 needle biopsy, 91:143 

+20 in urethral cancer, 90:132 i(7q) in adult, 86:168 

+21 in fibrous tumor, 86:58 X chromosome 


+21 in myeloid leukemias, 86:177 changes in lung cancer patients, 87:24 


Tumors X in angiomyxoma, 89:61 
benign, genetic basis, 91:110 +X in M5b, 86:80 
cytogenetics, 91:110 Xeroderma pigmentosum 
Ewing tumor, 87:161 chromosome breakage, 87:112 
fibrous, 86:58 fibroblast clones, 91:181 
in patients with constitutional trisomy, 87:63 lymphoblasts, 87:112 
lung, 89:34 topoisomerase II inhibition, 87:112 
mesenchymal, 87:71 unbalanced karyotypes, 91:181 
multiple and K-ras, 86:181 X-irradiation 
pediatric, 90:1 cytogenetic response in fibroblasts, 88:43 
phyllodes tumor of breast, 87:90 retinoblastoma fibroblasts, 88:43 
solid, 86:50 Y chromosome 
telomere integrity, 86:50 changes in lung cancer patients, 87:24 
telomeric association in, 90:1 in male urinary cells, 88:155 
testicular, 87:95 RAEB in XYY males, 90:179 
Wilms tumor, 86:168 t(Y;1)(q12;q12) in hematologic malignancies, 86:35; 88:83 
+21 in solitary fibrous tumor, 86:58 XYY in malignancy (table), 90:180 
Twins XYY males and hematologic malignancy, 90:179 
congenital ALL, 89:177 ‘in ALL, 88:59 
monozygotic and ALL, 89:177 Y in donor cells after BMT, 86:1 
t(4;11)(q21;q23) in congenital ALL, 89:177 Y in M4, 86:65 
Tynosynovial giant cell tumor +Y in T-ALL, 89:85 
translocations in, 87:85 Y 


in urinary cells, 88:155 
16q24 in, 87:85 


